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Accomplishments

1.Improvements In rate and efficiency of recovery of
genetically engineered plant tissues.

2.Produced and studied In the field 58 types of genetically
engineered sweetgum trees for three years.

3.Collection of tissues from all of the field plants for gene
expression analysis completed and gene suppression
studies are underway using RT-PCR.

4.Produced new forms of gene constructs for interfering
proteins for the floral regulatory protein LEAFY, Inserted
them Into poplar, and are stimulating the rapid flowering
of poplars with the FT gene to speed analysis of results.

Project Objective
Develop biotechnology methods that will lead to sterile
or highly infertile cultivars of invasive or potentially
INvasive nursery crops

Approaches

« Use genetic engineering to test different approaches for
creating seedless and/or pollen-less plants.

* Develop methods that will lead to the more efficient
means for creation of genetically engineered plants.
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View of the sweetgum field trial and nearby landscape in western Oregon
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Sterility gene constructs used for
sweetgum transformation. LAG
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Arabidopsis AGAMOUS gene. A
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Use of 5> RACE to amplify a housekeeping
genes to use as an internal control for RT-
PCR. Shown is a partial DNA alignment of P.
trichocarpa and Sweetgum CAC genes.
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Review article that we published in Trends in Biotechnology. It
Identifies our major strategy for improving transformation.
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T To speed assessment of sterility we have been using a heat-
g o I Inducible version of the Flowering Locus T (FT) gene in poplar.
£ This allows rapid initial assessment of sterility genes prior to field
" N trials to reduce research costs and delays.
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Sweetgum transgenic plantation showing onset of fall color in September 2009




